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Information on the Internet 

· Phylogenomics: A Genome Level Approach to Assembling the Bacterial Branches of the Tree of Life. The Institute for Genomic Research. 

· The Prokaryotes. An evolving electronic resource for the microbiological community. 

· Introduction to the Bacteria. UCMP Berkeley. 

· MicrobeWorld. American Society of Microbiology 

· Microbes.info. The Microbiology information portal. 

· Virtual Museum of Bacteria 

· Digital Learning Center for Microbial Ecology. A science education project at Michigan State University. 

· Bacteriology 303. Study aids and background readings. University of Wisconsin - Madison. 

· The Microbial World: Profiles of Microorganism. An educational resource covering bacteria, fungi, viruses, biological control, environmental microbiology, disease of plants, humans and animals. Produced by Jim Deacon, Institute of Cell and Molecular Biology, and Biology Teaching Organisation, University of Edinburgh. 

· Stalking the Mysterious Microbe. A kid-oriented site from the American Society for Microbiology. 

· Bugs in the News!. Interesting facts about microbes compiled by John C. (Jack) Brown. 

· The Microbiology Network. A communication resource for the microbiologist. 

· List of Bacterial names with Standing in Nomenclature. J. P. Euzéby. 

· TIGR Microbial Database. A listing of microbial genomes and chromosomes completed and in progress. 

· Bergey's Manual of Systematic Bacteriology, second edition. The taxonomic outline for the 5 volumes, including all species, type strains, and 16S rRNA sequence data can be downloaded from this site. 

· Bacterial Nomenclature Up-To-Date. DSMZ-Deutsche Sammlung von Mikro-organismen und Zellkulturen GmbH, Braunschweig, Germany. 

· The"Bad Bug Book". Foodborne Pathogenic Microorganisms and Natural Toxins Handbook. U.S. Food & Drug Administration Center for Food Safety & Applied Nutrition. 

· Cells Alive!. Videos and images of bacteria and other organisms. 

· Public Health Image Library. Centers for Disease Control and Prevention (CDC). 
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· ArchaeaWeb. Information resource for researchers working with Archaea and extremophiles.  

· Introduction to the Archaea: Life's extremists. . .. UCMP Berkeley. 

· ARCHAIC: ARCHAebacterial Information Collection. Database of archaebacterial genomic DNA sequences. Structural Biology Centre, Tsukuba, Japan. 

· Jarrell Laboratory. Research on the ultrastructure and biochemistry of methanogenic archaea. Department of Microbiology and Immunology at Queen's University in Kingston, Canada. 

· Molecular Biology of Extremophiles Laboratory. Institut de Génétique et Microbiologie, Université Paris-Sud, Centre Universitaire d'Orsay, France. 

· Department of Microbiology and Archaeenzentrum. The Karl O. Stetter laboratory, Regensburg, Germany. 

· Halophilic Microorganisms. Maintained by Robert Simon. 
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